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Validation 2: JunD (sc­74) 


IP‐Mass spec of the two bands identified in IP‐Western in Validation 1. Target 
protein (JunD) was identified in both bands at FDR <0.05 and is highlighted below. 
All significant mass spec results are shown. 


Identified Proteins 
Accession 
Number 


Molecular 
Weight 


JunD 
band 
1 


Actin, cytoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 
SV=1 


ACTB_HUMAN 
(+1) 42 kDa 13 


60 kDa heat shock protein, mitochondrial OS=Homo 
sapiens GN=HSPD1 PE=1 SV=2 CH60_HUMAN 61 kDa 9 


Phosphoglycerate kinase 1 OS=Homo sapiens GN=PGK1 
PE=1 SV=3 PGK1_HUMAN 45 kDa 8 


Tubulin alpha-1B chain OS=Homo sapiens GN=TUBA1B 
PE=1 SV=1 TBA1B_HUMAN 50 kDa 7 


Elongation factor 1-alpha 1 OS=Homo sapiens GN=EEF1A1 
PE=1 SV=1 EF1A1_HUMAN 50 kDa 7 


Alpha-enolase OS=Homo sapiens GN=ENO1 PE=1 SV=2 ENOA_HUMAN 47 kDa 7 


Elongation factor Tu, mitochondrial OS=Homo sapiens 
GN=TUFM PE=1 SV=2 EFTU_HUMAN 50 kDa 7 


60S ribosomal protein L4 OS=Homo sapiens GN=RPL4 
PE=1 SV=5 RL4_HUMAN 48 kDa 6 


Cytochrome b-c1 complex subunit 2, mitochondrial 
OS=Homo sapiens GN=UQCRC2 PE=1 SV=3 QCR2_HUMAN 48 kDa 6 


3-ketoacyl-CoA thiolase, mitochondrial OS=Homo sapiens 
GN=ACAA2 PE=1 SV=2 THIM_HUMAN 42 kDa 6 


Adenosylhomocysteinase OS=Homo sapiens GN=AHCY 
PE=1 SV=4 SAHH_HUMAN 48 kDa 6 


Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo 
sapiens GN=IDH1 PE=1 SV=2 IDHC_HUMAN 47 kDa 5 


UDP-glucose 6-dehydrogenase OS=Homo sapiens 
GN=UGDH PE=1 SV=1 UGDH_HUMAN 55 kDa 5 


Heat shock protein HSP 90-beta OS=Homo sapiens 
GN=HSP90AB1 PE=1 SV=4 HS90B_HUMAN 83 kDa 4 


Tubulin beta chain OS=Homo sapiens GN=TUBB PE=1 
SV=2 TBB5_HUMAN 50 kDa 4 







ATP synthase subunit beta, mitochondrial OS=Homo 
sapiens GN=ATP5B PE=1 SV=3 ATPB_HUMAN 57 kDa 4 


Short/branched chain specific acyl-CoA dehydrogenase, 
mitochondrial OS=Homo sapiens GN=ACADSB PE=1 SV=1 ACDSB_HUMAN 47 kDa 4 


ATP synthase subunit alpha, mitochondrial OS=Homo 
sapiens GN=ATP5A1 PE=1 SV=1 ATPA_HUMAN 60 kDa 3 


Transcription factor jun-D OS=Homo sapiens GN=JUND 
PE=1 SV=3 JUND_HUMAN 35 kDa 3 


Endoplasmin OS=Homo sapiens GN=HSP90B1 PE=1 SV=1 ENPL_HUMAN 92 kDa 2 


Isocitrate dehydrogenase [NADP], mitochondrial OS=Homo 
sapiens GN=IDH2 PE=1 SV=2 IDHP_HUMAN 51 kDa 2 


Non-POU domain-containing octamer-binding protein 
OS=Homo sapiens GN=NONO PE=1 SV=4 NONO_HUMAN 54 kDa 2 


Interleukin enhancer-binding factor 2 OS=Homo sapiens 
GN=ILF2 PE=1 SV=2 ILF2_HUMAN 43 kDa 2 


    


Identified Proteins 
Accession 
Number 


Molecular 
Weight 


JunD 
band 
2 


L-lactate dehydrogenase A chain OS=Homo sapiens 
GN=LDHA PE=1 SV=2 LDHA_HUMAN 37 kDa 13 


Aldo-keto reductase family 1 member C1 OS=Homo 
sapiens GN=AKR1C1 PE=1 SV=1 AK1C1_HUMAN 37 kDa 10 


Glyceraldehyde-3-phosphate dehydrogenase OS=Homo 
sapiens GN=GAPDH PE=1 SV=3 G3P_HUMAN 36 kDa 7 


Tubulin alpha-1B chain OS=Homo sapiens GN=TUBA1B 
PE=1 SV=1 TBA1B_HUMAN 50 kDa 6 


Actin, cytoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 
SV=1 


ACTB_HUMAN 
(+1) 42 kDa 5 


Alpha-enolase OS=Homo sapiens GN=ENO1 PE=1 SV=2 ENOA_HUMAN 47 kDa 5 


Tubulin beta chain OS=Homo sapiens GN=TUBB PE=1 
SV=2 TBB5_HUMAN 50 kDa 5 


Fructose-bisphosphate aldolase A OS=Homo sapiens 
GN=ALDOA PE=1 SV=2 ALDOA_HUMAN 39 kDa 5 


60S acidic ribosomal protein P0 OS=Homo sapiens 
GN=RPLP0 PE=1 SV=1 RLA0_HUMAN 34 kDa 5 







60S ribosomal protein L4 OS=Homo sapiens GN=RPL4 
PE=1 SV=5 RL4_HUMAN 48 kDa 4 


ATP synthase subunit alpha, mitochondrial OS=Homo 
sapiens GN=ATP5A1 PE=1 SV=1 ATPA_HUMAN 60 kDa 4 


Proliferating cell nuclear antigen OS=Homo sapiens 
GN=PCNA PE=1 SV=1 PCNA_HUMAN 29 kDa 4 


Heat shock protein HSP 90-beta OS=Homo sapiens 
GN=HSP90AB1 PE=1 SV=4 HS90B_HUMAN 83 kDa 3 


Transcription factor jun-D OS=Homo sapiens GN=JUND 
PE=1 SV=3 JUND_HUMAN 35 kDa 3 


Pyruvate kinase isozymes M1/M2 OS=Homo sapiens 
GN=PKM2 PE=1 SV=4 KPYM_HUMAN 58 kDa 3 


Aldo-keto reductase family 1 member C3 OS=Homo 
sapiens GN=AKR1C3 PE=1 SV=3 AK1C3_HUMAN 37 kDa 3 


rRNA 2'-O-methyltransferase fibrillarin OS=Homo sapiens 
GN=FBL PE=1 SV=2 FBRL_HUMAN 34 kDa 3 


Glutamate dehydrogenase 1, mitochondrial OS=Homo 
sapiens GN=GLUD1 PE=1 SV=2 DHE3_HUMAN 61 kDa 2 


Tubulin beta-2C chain OS=Homo sapiens GN=TUBB2C 
PE=1 SV=1 TBB2C_HUMAN 50 kDa 2 


Bile salt sulfotransferase OS=Homo sapiens GN=SULT2A1 
PE=1 SV=3 ST2A1_HUMAN 34 kDa 2 


Ubiquitin thioesterase OTUB1 OS=Homo sapiens 
GN=OTUB1 PE=1 SV=2 OTUB1_HUMAN 31 kDa 2 


Nucleolysin TIA-1 isoform p40 OS=Homo sapiens GN=TIA1 
PE=1 SV=3 TIA1_HUMAN 43 kDa 2 


Retrotransposon-derived protein PEG10 OS=Homo sapiens 
GN=PEG10 PE=1 SV=2 PEG10_HUMAN 80 kDa 2 


 





